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Patients characteristics in primary tumor

YAF2 expression
positive (n=108) negative (n=43) p value

Age at primary surgery (years), Median (range) 70 (29-91) 68 (27-91) 0.309
Sex, Male / Female 69/39 30/13 0.490
CEA, mean 17.4(+5.3) 11.6 (+8.05) 0.274
CA19-9, mean (+SD) 96.6 (+47.6) 93.4 (+72.3) 0.485
Site of tumor, Right / Left 12/96 6/37 0.627
Neoadjuvant therapy, + /- 10/87 4/38 0.888
T stage (UICC 8th edition), 1-3/4 89/19 27/16 0.001
Ly, 0/1-3 48/60 21/22 0.625
vV, 0/1-3 47/61 16/27 0.476
Size of tumor(mm), mean (+SD) 340.7 (+1.89) 42.2 (+3.00) 0.673
Lymph node metastasis, + /- 45/63 15/28 0.442
TNM stage (UICC 8th edition), |/1l/1II/ IV 19/43/33/13 10/15/11/7 0.714
RAS mutation, Wild / Mutant 18/10 12/7 0.937
BRAF mutation, Wild / Mutant 271 17/2 0.349
Adjuvant chemotherapy, +/- 39/69 10/33 0.128
Distant metastasis (Stage I-IV), + /- 23/85 16/27 0.044
Recurrence after curative resection (Stage I-Ill), + /- 11/85 10/27 0.027
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0OS and DFS in Stage I~IV CRC

YAF2 positive (n=96)
——— YAF2 negative (n=35)

DFS (Stagel~I1l)

P=0.133 (log-rank test)

—— YAF2 positive (n=108)
YAF2 negative (n=43)

os

P=0.209 (log-rank test)

[ 20 40 €0 80 100 120 0 20 40 60 80 100
Months after primary surgery Months after primary surgery

&2

Prognostic factors for overall survival (Stage I1,111)

Variable n S-year Univariate HR (95%C1)  Pvalue
survival (%) P value

Age at primary surgery, <65 / =65 years 29/77 81.6/85.2 0.208

Sex, Male / Female 38/68 77.7/96.0 0.136

CEA before primary surgery, =5 /<5 ng/mL 54/40 75.5/87.0 043

CA19-9 before primary surgery, =37/<37U/mL 77/17 61.5/87.1 0.296

Site of primary tumor, Left / Right 90/16 83.4/88.2 0.118

Tstage (UICC 8" edition) , 4 /1-3 26/80 73.3/86.8 0.506

Ly, 0/1,2,3 37/68 85.0/83.1 0.001 0.46(0.18-1.19) 0.117

v, 0/1,2,3 45/60 88.0/81.0 0.744

Lymph node metastasis, -/+ 62/44 87.7/785 0.1 2.28 (0.28-28.0) 0.589

TNM stage (UICC 8th edition), 11 /11l 61/45 84/88 0.133 274 0.622

RAS mutation, Mutant / Wild 11/18 58.0/68.7 0.876

Neoadjuvant chemotherapy, +/ — 12/82 57.1/85.7 0.205

Adjuvant chemotherapy after primary surgery, +/-64/42 77.2/87.8 0.004 1.69 (0.54-5.27) 0.361

Expression of YAF2 in primary tumer, +/— 76/26 86.1/78.0 0.062 0.33(0.12-0.87) 0.031
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2. KIGEHBatkZRAWin vitrotfR
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